
Erratum

Dear Sir,
We previously reported the allele distribution of D20S161
for various ethnic groups and then designated the alleles
according to the number of repeat units (Hou et al. 1999;
Kido et al. 2000). In the course of further population stud-
ies and sequence analysis, to our regret, we have found an
error in counting the amplified fragment size and the
number of repeat motifs. Therefore, we would like to cor-
rect the designation of D20S161 alleles as shown in Table1.

References

Hou YP, Jin ZM, Li YB, Wu J, Walter H, Kido A, Prinz M (1999)
D20S161data for three ethnic populations and forensic valida-
tion. Int J Legal Med 112:400–402

Kido A, Susukida R, Oya M, Fujitani N, Kimura H, Islam MN, 
Islam AKMS (2000) Genetic analysis of the STR system
D20S161 in Japanese and Bangladeshi. Legal Med 2:125–127

R. Susukida · A. Kido · M. Oya · Y. P. Hou

D20S161 data for three ethnic populations and forensic validation
Amendment to the designation of the STR D20S161 alleles

Int J Legal Med (2002) 116 :253
DOI 10.1007/s00414-002-0301-3

Received: 29 November 2001 / Accepted: 12 February 2002 / Published online: 17 May 2002

LETTER TO THE EDITOR

R. Susukida · A. Kido (✉ ) · M. Oya
Department of Legal Medicine, Yamanashi Medical University,
Tamaho, Yamanashi-ken 409-3898, Japan
e-mail: akido@res.yamanashi-med.ac.jp, 
Tel.: +81-55-2739548, Fax: +81-55-273-6753

Y.P. Hou
Institute of Forensic Medicine, 
West China University of Medical Sciences, 
Chengdu 610041, Sichuan, P. R. China

© Springer-Verlag 2002

Table 1 Correct designation of D20S161 alleles

Previous Correct Repeat Fragment 
allele allele number size (bp)

14 13 13 166
16 15 15 174
17 16 16 178
18 17 17 182
19 18 18 186
20 19 19 190
21 20 20 194
22 21 21 198


